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LATIUUTELANT 3 LAglsN8azdenv3ULAazUSELNN F9ll

UUTEAN GILSP (Good Industrial Large Scale Practice)
Hunuidnsldqauniandainlsifdsunse daeglungu GILSP a1
aanuan 0. waglduumsujoanatunsldqaunidnldfisunmelusedu
lsanuduwuuLargnavnIsy AITldseivan nAIuANeg1atioesEAy GILSP
suidadiunussan GILSP Wunuildaduridivaeefouasiise 17
nsldnemun vienuniimsldadunidiudasiugnssummnaneadiit
wazmeilsineliAnlsn Lifflh3a rhe wanafinfiiAeadestunininlsn wagan
NNEUETIUSE IR Waendelunslilussiugnavnssusnidunaiuy vie
fimsdninnsegsenlilannsaiiayiugluan1iswInaeunusTIuY IR
nsdlqAuvddinulasiugnssufidafunuussian GILSP ldud wad
Wrthuaznvgiinaznssunmamadafunnulasnionisdinmivsed
1MUaenfe (ANANWIN U.) LU Eschericia coli K-12 Host-Vector system,
Saccharomyces cerevisiae Host-Vector system, Bacillus subtilis %39
Bacillus licheniformis Host-Vector system Dudu
fhetnaqaunidieglutsziam GILSP léuA Bacillus subtilis, Bacillus
megaterium, Saccharomyces cerevisiae, Schizosaccharomyces pombe,

Streptococcus thermophilus Dudu

NIH Ao an1dugua wuvisw1d (National Institute of Health) Uszimaansgeiini
WHO fis a9an150unsialan (World Helath Organisation)
OECD  fip 24AN1THiieAUTINTBNINATFAALNAITHAIWT (Organisation for Economic  Co-

operation and Development)
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anmANuANeENiasEAUN 1 (containment level 1 large scale 1: LS1)
uidmdunulszani 1 Jununfinisldauvsdnquided 1 39
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Lifiduneoudliidvdninust GILSP  viesuidinnsléadunidiaudas
fugnssuiinnisadiituiizusesdrinvasnds (manuan )

nsdladuniddauvasiugnssuidadunuussoni 1 1duA Bacillus
subtilis, Bacillus licheniformis filaladnsavas Adeno-associated virus (AAV)
types 1-4, Escherichia coli K-12, Escherichia  coli maﬁuﬁjﬁlﬁﬁ
lipopolysaccharide ﬁﬁmgiﬂj wagludl active virulence factor la ¢ (u
toxin) T3uE4 colonization factor wazdedlifiBufifvundnuaenarae

fhegsdunigndafunulssiand 1 leun Bacillus licheniformis

ﬁiﬂiﬁ%ﬁﬁaﬂai Adeno-associated virus (AAV) types 1-4, Escherichia coli K-12
s
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wardnaey aglunguidesdl 2 (risk group 2) (MANWIN A.) AMSITTEAUaNN
muqmasmﬁaas“ﬁuﬁ 2 (containment level 2 large scale 2: LS2)
uiidaduanulssinnd 2 LﬂumuwmmﬂmaumaﬂamLam‘m 2 fioa
relAnlsalunyed vie nundnmsldqauwEdtinnneadiitiuuasnved
Susavivaense (Menwan v) wirduensetuiidenslianeantdy 819
o Y a A a v I | Y a [ a a |
iliiAnlsansetnenteslunisnelse neliiinn1siluiiy dnasenns
WIgAule N1suULEad wIeneuzse wsenendaninwluuywd dnd uie v
suie Lifdsneaziduaidniau (uncharacterized DNA/gene) lainsnumniinf
wIBlinsuAMaNTRTILLYR
Y 1 a aeal v [ a 1% 1 . .
fog1edunsdndaduaudsennn 2 laun Clostridium  botutinum,
Corynebacterium diphtheriae, Staphylococcus aureus Wag Vibrio cholerae Judu
A a Rz 1Y) Ao & PN Y 1 a A caa
nsalgauvsdiauUasiugnssundndurnulssnni 2 taun 9auvsend
SPUUAARUNY Ve veNeglugduridngundssd 2 visenunldssuuindiu
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FII0A0Y 198N LLAALSALA YN AANITSEUIAYBIlsA kasdisUaeniy
wazsnwlsatuls (NMeNwIn A) NNt Feudsnufieonafiounsieluseaud
galiilunnsuwitn asldszivanmauauegadosssiuil 3 (containment
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Y 1 a a o‘d' [ I dl 2 1 .
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mLauLaLLaumﬂﬂaumLauLawmmumimammsww mawammiwwm LDso 611
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¢ wazauififdueifinuarunsandnasmuaunisieiyivln wiedy
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GILSP GILSP \Juauiiiinslégaunida GILSP WUATILSE
Janlaifidunsie - Bacillus subtilis
- Bacillus megaterium
- Streptococcus
thermophilus
gan
- Saccharomyces
CerevisiaeT
- Schizosaccharomyces
pombe
Ustani 1| seueony | usudifinnsldqdunsdi LS1 LUATILSE
s 1 daaladfidunsie uelaiign -Bacillus licheniformis i
naNLAUINIUIIUUTELAN lalassales
GILSP -Escherichia coli K-12
h¥a
-Adeno-associated  virus
(AAV) types 1-4
Ussamii 2 | seueony | Wusuidinnsldqaunddi Ls2 LUATILSE
e 2 aadudunmelusziusse -Clostridium botulinum
HUJUROW guvuuas -Corynebacterium
Awndau diphtheriae
-Staphylococcus aureus
-Vibrio cholerae
Ussbandl 3 | seduany | iuawiifinesléqaunida LS3 LUATILSE
e 3 913 Judunsiede - Mycobacterium

HUJUROIW guvuuas
daandeu Taseransliiin
Tsaualiviliinn1sseun
vodlsa wariisUosiulay
Srwlseild

tuberculosis
- Yersinia pestis
SALAnTe

- Rickettsia akari

t .. .o& Y v ° o v a ' &
WUBNG S, cerevisiae, subtype boulardii \UUTDMUAMIUNUIENEVAINODULD  TINN

HUhefldanuaiuvasnions (central venous catheter)
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d1Uenda 9977 Fet13lne wasnanasslianNgnaInnITUNITNBATA 9
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(biomass) agt38n11 “lulaeniusa” (bioethanol)
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a 6 al

A5197 2 Fogrsedunidildlugnamnssuiefiaweanesed (81995910 EFSA
waz TRBA)

Ussnnanu YN Aans anwasdugiu | vliagdunsd
Usean GILSP| - Saccharomyces cerevisiae gan
Uselnnl 1 | - Zymomonas mobilis WUAYILSY

- Clostridium thermocellum WUATILSE

wnewg 1. EFSA fe ddnauanudaendyemsuvisanninglsy (European Food Safety

Authority)

2. TRBA e suiflsusumaiindmiuansdanin (Technical Rules for Biological
Agents) UBIANTATINNITANTTINN (Committee for Biological Agent) Uszing
LeaTHY

3. Saccharomyces cerevisiae Sl Saccharomyces cerevisiae, subtype boulardii
lgadu GiLsp  ilosan Lﬂumammamsummamammwaauua TN Nm&wﬂ,a
avaurandanen (central venous catheter)
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AMARNUIN N.

L 1

a o A 1 ) Y]
Qﬁﬂ%iﬂ%%ﬂ’)ﬂﬂﬂﬂﬂﬂﬁi’]ﬂ

5’1&1%@5141/1%5 qualified presumption of safety (QPS) wasatinauAUUaANY
ﬁﬂua'lmil,l,ﬁ\?ﬁwquiiﬂ (European Food Safety Authority: EFSA)

uuafissunsuuanliadreauas (gram-positive non-sporulating bacteria)

yilaWug (species) AMENUA*
Bifidobacterium adolescentis Bifidobacterium animalis

Bifidobacterium bifidum Bifidobacterium breve

Bifidobacterium longum

Corynebacterium glutamicum wngldiilonisunan
(Brevibacterium lactofermentum) nsmoziluinu
Lactobacillus acidophilus Lactobacillus amylolyticus

Lactobacillus amylovorus Lactobacillus alimentarius

Lactobacillus aviaries Lactobacillus brevis

Lactobacillus buchneri Lactobacillus casei

Lactobacillus cellobiosus (Lactobacillus zeae)

Lactobacillus crispatus Lactobacillus coryniformis

Lactobacillus delbrueckii Lactobacillus curvatus

Lactobacillus fermentum Lactobacillus farciminis

Lactobacillus gasseri Lactobacillus gallinarum

Lactobacillus hilgardii Lactobacillus helveticus

Lactobacillus kefiranofaciens Lactobacillus johnsonii

Lactobacillus mucosae Lactobacillus kefiri

Lactobacillus collinoides Lactobacillus panis

Lactobacillus paraplantarum Lactobacillus paracasei

Lactobacillus plantarum Lactobacillus pentosus

Lactobacillus reuteri Lactobacillus pontis

Lactobacillus sakei Lactobacillus rhamnosus

Lactobacillus sanfranciscensis Lactobacillus salivarius

Lactococcus lactis

Leuconostoc citreum Leuconostoc lactis

Leuconostoc mesenteroides

Oenococcus oeni
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nuafitseunsuuanliadrsauas (gram-positive non-sporulating bacteria)

yilaWug (species) AENUA*

Pediococcus acidilactici Pediococcus dextrinicus

Pedliococcus pentosaceus

Propionibacterium freudenreichii Propiobacterium acidopropionici

Streptococcus thermophilus

Bacillus

Bacillus amyloliquefaciens Bacillus atrophaeus aneildnefy
Bacillus clausii Bacillus coagulans

Bacillus fusiformis Bacillus lentus

Bacillus licheniformis Bacillus megaterium

Bacillus mojavensis Bacillus pumilus

Bacillus subtilis Bacillus vallismortis

Geobacillus stearothermophilus

Yeasts

Debaryomyces hansenii

Hanseniaspora uvarum

Kluyveromyces lactis Kluyveromyces marxianus
Pichia angusta Pichia jadinii wneviaiugnlings
Komagataella pastoris Loulglivinuu
.. T
Saccharomyces bayanus Saccharomyces cerevisiae

Saccharomyces pastorianus

Schizosaccharomyces pombe

Wickerhamomyce anomalus w1 vlanugnlings
toulalivinty

Xanthophyllomyces dendrorhous

Virus

Family

Potyviridae Baculoviridae

UG

* nsdlvesuuaiise wwdondumeiugilifosufiue

* nsdvesdan wwdedifumuseaninulsaides antimycotics) wfiafldlunisunmdiite
Snwnlsaandad

' 5. cerevisiae, subtype boulardi \udivudmudtisiiquamseuns st fuasildans
a@unaoniianan (central venous catheter)
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AMARNUIN .

v o = f YV v =
iy)"lﬁ"lﬁl?lalﬂfaaL"\]"IU"IU/W"I‘W%‘VI"\]Q'J

/ 1

Uaanny

STUULINUIULAZ NN NS UTRILARLAEAMLNSTUNISINATANIUANUUABANENISTININ

(Technical Biosafety Committee: TBC)

Usznn Wty (Host)

waneg (Vector)

wuALSe 1. Bacillus subtilis

Host-Vector 1 System1 laedl B. subtilis @e
g RUB331 way BGSC1553 1lu wadidninu
fiswanafinsioldil pUB110, pC194, pS194,
pSA2100, pE194, pT127, pUB112, pC221,
pC223 uay pAB124

2. Bacillus subtilis

Host-Vector 2 Sys‘tem2 (integrative W@y
replicative): lnedl B. subtilis aneiug ASB298
Huwadidthuid nanadaselud pUB110,
pC194, pS194, pSA2100, pE19d, pT127,
pUB112, pC221, pC223 waw pAB124

3, Bacillus spp. Bu 9 léun
B. amyloliquefaciens,
B. licheniformis, B. pumilus
Wy B. thuringiensis

1. wanadadlddu non-conjugative plasmid
2. wanadauaz phage MldFadlalanansauiiu
uuluwaaantiu B. cereus,
B. anthracis w3sluanewug Bacillus Juil
annsanalsale’

4. Escherichia coli (E. coli K-
12 @newiug chi-1776)

EK2-plasmid system LA pSC101, pMBY,
PBR313, pBR322, pDH24, pBR325, pBR327,
pGL101 ey pHB1 EK2-Bacteriophage
System lonn

Vector Host
Agt WES A8’ DP50 supF
Agt WES 18’ DP50 supF
Agt ZJ vir "B’ E. coli K-12
ot ALOAB' DP30 supF
Charon 3A DP50 supF ‘Vlja DP50
Charon dA DP50 supF %38 DP50
Charon 16A DP30 supF -
Charon 21A DP50 supF ‘Vlj’ej DP50
Charon 23A DP50 supF Mza DP50
Charon 24A DP50 supF %38 DP50
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Usziam Wy (Host) Wg (Vector)
WuATiLY 4. Escherichia coli (E. coli K- | E. coli K-12 anewiug chi-2447 uag chi-2281
(si0) 12 angitug chi-1776) sia) | Masunisiuseadiolldiv lambda  vector

(DP50 %30 DP50  supF)  #ililéld SU-strain
Wuwadidrduiaiiusiuiu

5. Escherichia coli K-12, E.
coli B %50 E. coli C ¥30@e
Wugewtus £ colidu q 1
laivin AR transducing
phage vafiBuiiviliiAn
NSANONRLOULDAIETE
conjugation iU non-
conjugative plasmid

1. wanadadldidu non-conjugative plasmid
2. Bacteriophage My lambda,
lambdoid uaz Fd e F1 1@u M13 1Ju
v 4
MU

6. Streptomyces lgin
S. coelicolor, S. lividans,
S.parvulus, S. aureofaciens,
S.cyaneus, S.rimosus,
S.venezuelae Wag S.griseus

Host-Vector 1 System' kAl SCP2,
SLP1, SLP2, plJ101, actinophage phi C31
wazeyusviedsildnanoyiug’

7. Pseudomonas putida
aneug KT2440

Host-Vector 1 System' 1l pKT262,
PKT263 waz pKT264

8. Lactobacillus

a g v . . .4
wanadiadlidu non-conjugative plasmid

9. Oenococcus oeni syn.
Leuconostoc oeni

N . . .4
wanadadilidu non-conjugative plasmid

10. Pediococcus

a agw . . .4
wanadaleidu non-conjugative plasmid

11. Photobacterium
angustum

a g v . . .4
wanadiadlidu non-conjugative plasmid

12. Pseudoalteromonas
tunicate

a g v . . .4
wanadadiltdu non-conjugative plasmid

s

13. Rhizobium (S1u59@18WuS

q

Allorhizobium)

N . . .4
wanadaleidu non-conjugative plasmid

14. Sphingopyxis alaskensis
syn. Sphingomonas
alaskensis

a g v . . .4
wanadiadilidu non-conjugative plasmid

15. Vibrio cholerae CVD103-
HeR

a g v . . .4
wanadiaflidu non-conjugative plasmid
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Uszam WU (Host) Wneg (Vector)
16. Agrobacterium lAun wanadafldidu Non-tumorigenic disarmed
A. radiobacter, Ti plasmid %39 Ri plasmid4
A. rhizogenes (disarmed
strains) Way
A. tumefaciens (disarmed
strains)
gan 1. Saccharomyces - Host-Vector 2 System2 (integrative W@y
cerevisiae TauluURvane replicative) laun Yip1, YEB2, YEp4, YIB5,
Wusjﬁl,ﬁwﬂu (sterile) #if YEp6, YRp7, YEpP20, YEp21, YEp24, YIp25,
ste-VC9 mutation laun YIp26, YIp27, YIp28, YIp29, YIp30, Yip31,
SHY1, SHY2, SHY3 uay YIp32 ey YIp33
SHY4 - g’
2. Pichia pastoris 3igvin’
3. Schizosaccharomyces Taigain’
pombe
4. Kluyveromyces lactis aidnin’
3 1. Neurospora crassa wua | ldd1in

aewugiiuiuusdliian

ANNETatUNTHN

nszaelueinia laun

- In1 (inositol-less) @
Wug 37102, 37401,
46316, 64001 way
89601

- Csp-1 aneiug UCLA37

- Csp-2 @nemiug FS590,
UCLA101 (conidial
separation mutants)

- Eas anemiug UCLA191
(“easily wettable”

mutant)
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Uszam WU (Host) Wneg (Vector)
2. Trichoderma reesei' g’
3. Dictyostelium species4 wanafinfildde Dictyostelium shuttle vector,
wanadia Ddpl uag Ddp2’
msweides | waddniAssgndeus (usis | Non-viral vectors w3 defective viral
L‘ﬂaL?ja Lsziaa‘w‘wé) vectors (ﬁuﬁy’d retrovirus 30 retroviral-
helper combinations) filsiananse infect
ARyl
waadnidn Avipoxvirus vectors
ey Non-tumorigenic disarmed Ti plasmid
vectors Tu Agrobacterium tumefaciens hag
non-pathogenic viral vectors
LYAALNAY LYW Spodoptera Baculovirus (Autographa californica nuclear
frugiperda polyhedrosis virus)

1 = s v v { ' a v av v v
Host-Vector 1 System vanefagadidntin/mvenilenasgsentuduwindounusssuwalides

*Host-Vector 2 System ynefamadisri/mvefiillomasgsealudwandeslsdosunn

*Office of the Gene Technology Regulator (OGTR). 2000. Handbook on the Regulation of Gene
Technology in Australia. 2000. A user's guide to the Gene Technology Act 2000.

‘Office of the Gene Technology Regulator (OGTR). 2008. Gene Technology Amendment
Regulation 2008 (No.1) Subordinate Law SL 2008-17. Gene Technology Act 2008. Australian

Capital Territory.

BN ©

1. 1e¥ewadintw/mvemanil ensiiniswisuwdaslalng TBC

2. WIREAUNANINAITIINAY (combination)

Jsennd 1

3. wandtuwagnvedy 9 Alivsnglunnse widinslamluludenisin wayliiive

Yoanmenilsetelunisie davduau

v

szydedunsesiogunmeuisvesnuardnd feidunuuseani 1
4. wadituildsuniseydninaauds Jalinsmeassananfiduediluluadian
tulaglilldnme fodunuddeussani 1 asulafidduetu SnuauiRcsd

- LiliBuguidusiimunliiinfivdy wie
- lldnanniesdunigminlifelselunyed &l visedivld  wieluduiads
TUsAuniinananisiasgivlanionisutaead
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AMARNUIN A.

a

N15uURAUNIInINANLEEIdURTIeNaNARAYUAULYYY

sw%qﬁw’%émumwL?im{fml,ﬁamu NIH Guidelines for Research Involving
Recombinant DNA Molecules (2002)

1. ﬂﬁjm?imﬁ 1 (risk group 1)

Junguedunigfiliusngineliielsaluauundlunguilve) Megragu

Bacillus subtilis, Bacillus licheniformis Tilaladsavas

Adeno-associated virus (AAV) types 1-4 lag

Escherichia coli K-12 wag E. coli maﬁuﬁ:ﬁ (1) 13l lipopolysaccharide i
auysal wag (2) Ll active virulence factor 1o 9 (19w toxin) 3% colonization
factor uazseslifiBuiirmuadnuuzfanaide

oe1lsAd qaunIendslilifinedosglunguidesit 2 - 4 fldwneanui
Qauvdwaiuoglungudesd 1 SulusesnimsUsiiuanudssieglungule

2. n&jm?imﬁ 2 (risk group 2)

a

Junqueaun3diieidesiunisnelsalunywd waausanalsaguuss (rarely
serious) latiaennn uazdiisnisdesiuwazinw

2.1 wuafise 594 Chlamydia

Acinetobacter baumannii (%EJL@@J Acinetobacter calcoaceticus var.
anitratus)

Actinobacillus

Actinomyces pyogenes (“?JIE]Lan Corynebacterium pyogenes)
Aeromonas hydrophila

Amycolata autotrophica

Arcanobacterium haemolyticum (Gdl‘i A Corynebacterium haemolyticum)
Arizona hinshawii )0 serotypes

Bacillus anthracis

Bartonella henselae, B. quintana, B. vinsonii

Bordetella S’mﬂgd B. Pertussis

Borrelia recurrentis, B. burgdorferi

*

AUNIGUNEENUGIUNGNEN 1 AuNITUUes NIH aziisuuiiugdun3dlungy GILSP auns

WUURY OECD WU Bacillus subtilis, Bacillus licheniformis wag Escherichia coli K-12 (udu
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Burkholderia 4y Pseudomonas species) Elﬂﬁuﬁa&ﬂumjwﬁ g7l 3
Campylobacter colj, C. fetus, C. jejuni

Chlamydiia psittaci, C. trachomatis, C. rneumoniae

Clostridium botulinum, Cl. chauvoei, Cl. haemolyticum, CLl. histolyticum,
Cl. nowyi, Cl. septicum, Cl. tetani

Corynebacterium diphtheriae, C. pseudotuberculosis, C. renale
Dermatophilus congolensis

Edwardsiella tarda

Erysipelothrix rhusiopathiae

Escherichia  coli ﬁgﬂ%mmﬁﬂu enteropathogenic, enterotoxigenic,
enteroinvasive LLasmsﬁu'ﬁ:‘ﬁﬁ K1 antigen 5914 E. coli O157:H7
Haemophilus ducreyi, H. ilnfluenzae

Helicobacter pylori

Klebsiella ‘Vlﬂv??am‘ﬂ (species) 8ALIU K. oxytoca (ﬂfjm?i&m‘ﬁ' 1)

Legionella 9 L. pneumophila

Leptospira interrogans 9N serotypes

Listeria

Moraxella

Mycobacterium aﬂﬁuﬁﬂimghﬂdmgmﬁ 3 Hasauds M. avium complex,
M. asiaticum, M. bovis BCG vaccine strain, M. chelonei, M. fortuitum,
M. kansasii, M. leprae, M. malmoense, M. marinum, M.paratuberculosis,
M. scrofulaceum, M. simiae, M. szulgai, M. ulcerans, M. xenopi
Mycoplasma 8akiu M. mycoides wag M. agalactiae Farolsaludn iy
Neisseria gonorrhoeae, N. meningitidis

Nocardia asteroides, N. brasiliensis, N. otitidiscaviarum, N. transvalensis
Rhodococcus equi

Salmonella including S. arizonae, S. cholerasuis, S. enteritidis, S. gallinarum,
S. pullorum, S. meleagridis, S. paratyphi, A, B, C, S. typhi, S. typhimurium
Shigella including S. boydii, S. dysenteriae, type 1, S. flexneri, S. sonnei
Sphaerophorus necrophorus

Staphylococcus aureus

Streptobacillus moniliformis

Streptococcus Smﬁgﬂ S. pneumoniae, S. pyogenes

Treponema pallidum, T. carateum

Vibrio cholerae, V. parahaemolyticus, V. vulnificus

Yersinia enterocolitica
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22 9

2.3

Blastomyces dermatitidis

Cladosporium bantianum, C. (Xylohypha) trichoides
Cryptococcus neoformans

Dactylaria galopava (Ochroconis gallopavum)
Epidermophyton

Exophiala (Wangiella) dermatitidi

Fonsecaea pedrosoi

Microsporum

Paracoccidioides braziliensis

Penicillium marneffei

Sporothrix schenckii

Trichophyton

Jsan

Ancylostoma human hookworms i?:uﬁgﬂ A. duodenale, A. ceylanicum
Ascaris imﬁgﬂ Ascaris lumbricoides suum

Babesia S’mﬁy’ﬂ B. divergens, B. microti

Brugia filaria worms i?uﬁy’\i B. malayi, B.timori

Coccidia

Cryptosporidium iimfill'ﬂ C. parvum

Cysticercus cellulosae (hydatid cyst, larva 989 T. solium)
Echinococcus ﬁmfl’jﬂ E. granulosis, E. multilocularis, E. vogeli
Entamoeba histolytica

Enterobius

Fasciola iwﬁ'\‘i F. gigantica, F. hepatica

Giardia i’J:uﬁgﬁ G. lamblia

Heterophyes

Hymenolepis 9 H. diminuta, H. nana

Isospora

Leishmania imﬁy’ﬂ L. braziliensis, L. donovani, L. ethiopia, L. major,
L. mexicana, L. peruvania, L. tropica

Loa loa filaria worms

Microsporidium

Naegleria fowleri

Necator human hookworms ‘i’m}ljﬂ N. americanus

Onchocerca filaria worms 538%19 O. volvulus
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- Plasmodium $3%14 simian species, P. cynomologi, P. falciparum,

P. malariae, P. ovale, P. vivax

- Sarcocystis T3V S. sui hominis

- Schistosoma $3Vie S. haematobium, S. intercalatum, S. Japonicum, S.

mansoni, S. mekongi
- Strongyloides i’mﬂgﬂ S. stercoralis
- Taenia solium
- Toxocara i’mﬂgﬂ T. canis
- Toxoplasma ﬁmfl’jﬂ T. gondii

- Trichinella spiralis

- Trypanosoma S99 T, brucei brucei, T. brucei gambiense, T. brucei

rhodesiense, T. cruzi

- Wuchereria bancrofti filaria worms

2.4 154
Adenoviruses TuAuynaneiug
Alphaviruses (Togaviruses) - Group A Arboviruses

- Eastern equine encephalomyelitis virus

- Venezuelan equine encephalomyelitis vaccine strain TC-83

- Western equine encephalomyelitis virus

- Shikungunya virus
Arenaviruses

- Lymphocytic choriomeningitis virus (non-neurotropic strains)

- Tacaribe virus complex

- a¥adu g ﬁﬁ%aagﬁluiwmimmLaﬂmiﬁ’m%a (g Section V-C, NIH 2002)
Bunyaviruses

- Bunyamwera virus

- Rift Valley fever virus vaccine strain MP-12

- h¥adu o fifivesglumensnuenansensds (g Section V-C, NIH 2002)
Caliciviruses
Coronaviruses
Flaviviruses (Togaviruses) - Group B Arboviruses

- Dengue virus serotypes 1, 2, 3, gy 4

- Yellow fever virus vaccine strain 17D

- a¥aduy ﬁﬁ%aagﬁluiwmimmLaﬂmiﬁwﬁa (g Section V-C, NIH 2002)
Hepatitis viruses A, B, C, D, uag E

Herpes viruses - YAl Herpesvirus simiae (Monkey B virus)
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- Cytomegalovirus

- Epstein Barr virus

- Herpes simplex types 1 uag 2

- Herpes zoster

- Human herpesvirus types 6 uag 7
Orthomyxoviruses

- Influenza viruses types A, B, way C

- tick-borne orthomyxoviruses ¥iindu 9 Afidooglusionismuionaissnads

(9 Section V-C, NIH 2002)

Papovaviruses

- Papilloma viruses Tupuynaneiug
Paramyxoviruses

- Newcastle disease virus

- Measles virus

- Mumps virus

- Parainfluenza viruses types 1, 2, 3, uag 4

- Respiratory syncytial virus
Parvoviruses

- Human parvovirus (B19)
Picornaviruses

- Coxsackie viruses types A uag B

Echoviruses yinangwug

Polioviruses nﬂaﬂaﬁué VT’GLLUU wild e attenuated
- Rhinoviruses vgnmaﬁ’ui
Poxviruses nﬂmﬂﬁui 8nLIu Monkey poxvirus Wway restricted poxviruses 9
Alastrim, Smallpox wag Whitepox
Reoviruses nﬂamﬁuﬁ i’mﬁy’ﬂ Coltivirus, human Rotavirus Wag Orbivirus
(Colorado tick fever virus)
Rhabdoviruses

s

- Rabies virus Nnangiug

q

- Vesicular stomatitis virus angiugfiananviemaaes

(laboratory adapted strains) 33184 VSV-Indiana, San Juan
- Wy Glasgow
Togaviruses (¢ Alphaviruses ag Flaviviruses)

- Rubivirus (rubella)
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3. ngudesi 3 (risk group 3)
Junguedunigfinestesiunisnelsanjuusduuyuivadudunsefedin us
snstesiunarnwilsald @anudesiodfufiRaugs winudeswoyuwus)

3.1 wuafilsy sudssALANLTY

- Bartonella

- Brucella Smﬁgﬂ B. abortus, B. canis, B. suis

- Burkholderia (Pseudomonas) mallei, B. pseudomallei

- Coxiella burnetii

- Francisella tularensis

- Mycobacterium bovis (EJﬂL}J/uﬁWEJWuﬁ: BCG ﬁagﬂumjm?ﬁ"&mﬁ 2),
M. tuberculosis

- Pasteurella multocida type B -"buffalo" LLazmﬂﬁua:ﬁ'u q finelsa

- Rickettsia akari, R. australis, R. canada, R. conorii, R. prowazekii,
R. rickettsii, R. siberica, R. tsutsugamushi, R. typhi (R. mooseri)

- Yersinia pestis

3.2 5
- Coccidioides immitis (sporulating cultures; contaminated soil)

- Histoplasma capsulatum, H. capsulatum var. Duboisii

3.3 Usan
Lifius@nndneglunquidssd 3

3.4 1h%4 waz Prions

Alphaviruses (Togaviruses) - Group A Arboviruses

- Semliki Forest virus

- St. Louis encephalitis virus

- Venezuelan equine encephalomyelitis virus (#n13U vaccine strain TC-83

oeflunguidiesd 2)

- a¥adu ﬁﬁ%aagﬁluiwmimmLaﬂmiﬁ’mﬁa (9 Section V-C, NIH 2002)(15)
Arenaviruses

- Flexal

- Lymphocytic choriomeningitis virus (LCM) (neurotropic strains)
Bunyaviruses

- Hantaviruses iw‘v“?ﬂ Hantaan virus

- Rift Valley fever virus
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Flaviviruses (Togaviruses) - Group B Arboviruses
- Japanese encephalitis virus
- Yellow fever virus
- h¥adu o fifivesglusensnuenansensds (g Section V-C, NIH 2002)
Poxviruses
- Monkeypox virus
Prions
- Transmissible spongioform encephalopathies (TME) agents (Creutzfeldt-
Jacob disease and kuru agents)
Retroviruses
- Human immunodeficiency virus (HIV) types 1 uag 2
- Human T cell lymphotropic virus (HTLV) types 1 wag 2
- Simian immunodeficiency virus (SIV)
Rhabdoviruses
- Vesicular stomatitis virus

4. ngadeN 4 (risk group 4)
Jugdunsdfineliinlsaiizunseisoidudunsefadin uasdslufiondildsne
wseTsnstesiulsald @anudssvesusiarynnauaseIguvues)

4.1 wuaillisy 1 Uidna
Lifluuaiiise 51 wae Usdnidneglunduided 4

4.2 1a%a
Arenaviruses
- Guanarito virus
- Lassa virus
- Junin virus
- Machupo virus
- Sabia
Bunyaviruses (Nairovirus)
- Crimean-Congo hemorrhagic fever virus
Filoviruses
- Ebola virus
- Marburg virus

Flaviruses (Togaviruses) - Group B Arboviruses
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- Tick-borne encephalitis virus complex i’Jm;lJﬁ Absetterov, Central
European encephalitis, Hanzalova, Hypr, Kumlinge, Kyasanur Forest
disease, Omsk hemorrhagic fever, Wag Russian  spring-summer
encephalitis viruses

Herpesviruses (alpha)

- Herpesvirus simiae (Herpes B %38 Monkey B virus)
Paramyxoviruses

- Equine morbillivirus

Hemorrhagic fever agents uag viruses 7idsliififaya
a o A & a A A o wa D A gy
winewn  nsUssdllusziuaudesesdeqdunsdnelsaiinduang URtval wieldidu

wuInadmun1sUJURIuY ATiaTuUsslanvesfanssunfnm
gy UfuRnuUsEnoUmeY
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318 YIAUNTINUAMAELITAUUINIULBNEITNITYUALLRANTEAUAMAULEES VD9
a 4 L4
NIUINYIANGAINITUNNY (W.A. 2552)

1.

STAUAULES 2
1.1 wuAiise

S (Genus) audd FuadTd ij:ﬁvUﬂ'i’l&I‘
(Species) (Subspecies) desludnd

Bartonella quintana
Burkholderia mallei 2
Burkholderia pseudomallei 2
Clostridium botulinum 2
Clostridium perfringens 2
Clostridium tetani -
Escherichia* coli* 2
Francisella tularensis holarctica
Francisella tularensis mediasiatica
Mycoplasma mycoides capri 2
Mycoplasma mycoides mycoides 2
Pseudomonas mallei 2
Pseudomonas pseudomallei 2
Rickettsia africae -
Rickettsia australis -
Rickettsia bellii -
Rickettsia conorii -
Rickettsia Jjaponica -
Rickettsia montanensis -
Rickettsia prowazekii -
Rickettsia quintana -
Rickettsia rickettsii -
Rickettsia sibirica -
Rickettsia tsutsugamushi -
Rickettsia typhi -
Rochalimaea quintana -
Salmonella typhi -
Shigella dysenteriae -
Vibrio cholerae -

* Enterohaemorrhagic E. coli,

serotype O: 157 and other verotoxin producing serotypes
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1.2 154

40 (Name) A uniia iiﬁﬁUﬂ'i’lll‘
(Genus) (Family) deeludn’
Chikungunya Alphaviruses Togaviridae -
Dengue virus type 1-4 | Flavivirus Flaviviridae -
Lymphocytic Arenavirus Arenaviridae 2
choriomeningitis virus
Rift Valley Fever virus | Phlebovirus Bunyaviridae -
Yellow fever virus Flavivirus Flaviviridae -
seRuAMandes 3
2.1 wuaiisy
U (Genus) AU (Species) uaTa SEAURIIE
(Subspecies) deeludn’
Bacillus anthracis 2
Brucella abortus 2
Brucella canis 2
Brucella melitensis 2
Brucella neotomae -
Brucella ovis 2
Brucella suis 2
Chlamydia psittaci 2
Chlamydophila psittaci -
Coxiella burnetii 2
Francisella tularensis -
Francisella tularensis tularensis -
Mycobacterium africanum -
Mycobacterium bovis -
Mycobacterium bovis bovis 2
Mycobacterium bovis caprae -
Mycobacterium caprae -
Mycobacterium leprae -
Mycobacterium pinnipedii -
Mycobacterium tuberculosis -
Mycobacterium tuberculosis caprae -
Mycobacterium tuberculosis tuberculosis -
Orientia tsutsugamushi -
Yersinia pestis 2
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2.2 W51

o audd FuadTd 32AUAY
Ud (Genus) . . o oy
(Species) (Subspecies) deeludn’
Ajellomyces capsulatus -
Ajellomyces dermatitidlis -
Blastomyces dermatitidi -
Cladophialophora arxii -
Cladophialophora bantiana -
Cladophialophora devriesii -
Coccidioides immitis -
Cryptococcus neoformans -
Histoplasma capsulatum duboisii -
Histoplasma capsulatum capsulatum -
Paracoccidioides brasiliensis -
Penicillum marneffei -
Ramichloridium mackenziei -
Histoplasma capsulatum farciminosum -
2.3 a%a
45 (Name) A uniia ijﬁﬁﬂ?"lli
(Genus) (Family) desludnd

Hantaan virus Hantavirus Bunyaviridae 3
Human immunodeficiency | Lentiviruses Retroviridae -
virus type 1 and 2
Japanese encephalitis Flavivirus Flaviviridae 3
virus
Junin virus Arenavirus Arenaviridae -
Louping ill virus Flavivirus Flaviviridae
Murray Valley Flavivirus Flaviviridae
encephalitis virus
Oropouche virus Orthobunyavirus Bunyaviridae -
Polio virus type 1-3 Enterovirus Picornaviridae -
Powassan virus Flavivirus Flaviviridae 2
Rocio virus Flavivirus Flaviviridae -
St Louis encephalitis Flavivirus Flaviviridae 2
virus
Venezuelan equine Alphavirus Togaviridae 3
encephalitis virus
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STAUAULES 4

encephalitis virus

3.1 lada
Fo (Name) T ’Nﬁ ?ﬁUﬂ?u‘
(Genus) (Family) deeludn
Crimean-Congo Nairovirus Bunyaviridae -
Haemorrhagic Fever virus
Ebola virus Filovirus Filoviridae 4q
Lassa virus Arenavirus Arenaviridae -
Marburg virus Marburgvirus Filoviridae q
Nipah virus Henipah virus Paramyxoviridae 4q
Tick-borne encephalitis Flavivirus Flaviviridae 4
virus
Variola virus Poxvirus Poxviridae 4
4. auvddnddaildtinnsdasziuaudedduauy
4.1 1%
45 (Name) i LLWfIs Z:@f‘Uﬂ’iﬂaJ‘
(Genus) (Family) deeludn
Eastern equine Alphavirus Togaviridae -
encephalitis virus
Hendra virus Paramyxovirus Paramyxoviridae -
Highly pathogenic avian -
influenza virus
Kyasanur Forest virus Flavivirus Flaviviridae -
Machupo virus Arenavirus Arenaviridae -
Monkey pox virus Orthopoxvirus Poxviridae -
Nipah virus Henipah virus Paramyxoviridae 4
Omsk haemorrhagic Flavivirus Flaviviridae -
fever virus
Western equine Alphavirus Togaviridae -
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F8Y0auNsdnalsnNynINUIzNIANIENTIRNEATHATENNTAl (509U
AngivdudedosiununsesnylyaAinie w.a. 2507 (aUufl 6) W.A.2550

=P

a v t%4

N

Ascochyta gossypii
Asperisporium caricae
Balansia oryzae-sativae
Botryotinia allii
Botryotinia fuckeliana
Botryotinia porri

Botrytis aclada
Cephalosporium maydis
Cercospora elaeidis
Cercospora zeae-maydis
Chalara elegans
Claviceps gigantea
Claviceps purpurea
Claviceps sorghi
Colletotrichum circinans
Colletotrichum kahawae
Diagporthe phaseolorum var. meridionalis
Diagporthe vexans
Elsinoe australis

Elsinoe theae

Fusarium graminearum
Fusarium oxysporum f.sp. elaeidlis
Gibberella xylarioides
Guignardia camelliae
Haplobasidion musae
Helminthosporium allii
Microcyclus ulei
Moniliophthora roreri
Mycena citricolor
Mycosphaerella citri

Nectria rigidiuscula
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Phaeoramularia angolensis
Phakopsora jatrophicola
Phellinus noxius

Phoma foveata

Phoma theiocola

Phoma tracheiphila
Phomopsis longicolla
Phymatotrichopsis omnivora
Phytophthora boehmeriae
Phytophthora capsici
Phytophthora citricola
Phytophthora cryptogea
Phytophthora hibernalis
Phytophthora katsurae
Phytophthora megakarya
Phytophthora megasperma
Phytophthora porri
Plasmodiophora brassicae
Pseudocercospora jatrophae
Pyricularia setariae
Rosellinia bunodes
Rosellinia pepo
Sclerospora graminicola
Sclerophthora macrospora
Sclerotium cepivorum
Sphaceloma manihoticola
Sphacelotheca cruenta
Sphacelotheca reiliana
Stenocarpella macrospora
Synchytrium endobioticum
Spongospora subterranea f.sp. subterranea
Thecaphora solani
Uromyces musae
Verticillium albo-atrum

Verticillium dahliae
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2. uwuafitsy

Candidatus Liberibacter africanus

Candidatus Liberibacter americanus
Clavibacter michiganensis subsp. michiganensis
Clavibacter michiganensis subsp. nebraskensis
Clavibacter michiganensis subsp. sepedonicum
Erwinia amylovora

Pantoea agglomerans

Pantoea ananatis

Pantoea citrea

Pseudomonas cichorii

Pseudomonas corrugata

Pseudomonas fuscovaginae

Pseudomonas glumae

Pseudomonas rubrisubalbicans

Pseudomonas syringae pv. lachrymans
Pseudomonas syringae pv. maculicola
Pseudomonas syringae pv. tomato
Pseudomonas syringae pv. theae
Pseudomonas viridiflava

Xanthomonas arboricola pv. celebensis
Xanthomonas axonopodis pv. citrumelo
Xanthomonas axonopodis pv. vasculorum
Xanthomonas campestris pv. armoraciae
Xanthomonas campestris pv. cassavae
Xanthomonas campestris pv. theicola
Xanthomonas cucurbitae

Xylella fastidiosa

3. Wslagn

4. 1754

Nosema bombycis

Phytomonas staheli

African cassava mosaic virus
African cotton mosaic virus

Alfalfa mosaic virus
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Andean potato latent virus
Andean potato mottle virus
Banana bract mosaic virus
Barley stripe mosaic virus
Cassava American latent virus
Cassava brown streak virus
Cassava common mosaic Virus
Cassava green mottle virus
Cassava Ivorian bacilliform virus
Cassava vein mosaic virus
Cassava virus X

Citrus leaf rugose virus

Citrus leprosis virus

Citrus ringspot virus (= Citrus psorosis virus complex A,B)
Citrus rubbery wood virus
Citrus tatter leaf virus

Citrus variegation virus

Citrus vein enation virus

Cacao red mottle virus

Cacao swollen shoot virus
Cacao vein-clearing virus

Cacao yellow mosaic virus
Cacao yellow vein banding virus
Cocoa necrosis virus

Coconut foliar decay virus
Coconut wilt disease

Coffee ringspot virus

Cotton anthocyanosis virus
Cotton leaf crumple virus
Cotton leaf mosaic virus
Cotton leaf mottle virus
Cotton stenosis virus

Cotton terminal stunt virus
Cowpea mild mottle virus
Cucumber green mottle mosaic virus

East African cassava mosaic virus
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- High plains virus

- Indian cassava mosaic virus
- Lettuce necrotic yellow virus
- Maize rayado fino virus

- Maize chlorotic dwarf virus
- Maize dwarf mosaic virus A
- Maize mosaic virus

- Papaya leaf curl virus

- Papaya mosaic virus

- Papaya waialua virus

- Potato black ringspot virus
- Potato deforming mosaic virus
- Potato mop-top virus

- Potato yellow dwarf virus

- Potato yellow virus

- Potato yellow vein virus

- Rice dwarf virus

- Rice hoja blanca virus

- Rice stripe virus

- Rice yellow mottle virus

- Satsuma dwarf virus

- Sorghum mosaic virus

- Squash mosaic virus

- Sugarcane bacilliform virus
- Sugarcane streak virus

- Tobacco rattle virus

- Tobacco streak virus

- Tomato aspermy virus

- Tomato black ring virus

- Tomato bushy stunt virus

- Tomato ringspot virus

- Tomato spotted wilt virus

5. Saande
- Papaya bunchy top (Rickettsia sp.)
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6. laseun

Avocado sunblotch viroid
Chrysanthemum chlorotic mottle viroid
Chrysanthemum stunt viroid
Citrus cachexia viroid

Citrus exocortis viroid
Coconut cadang-cadang viroid
Coconut tinangaja viroid
Columnea latent viroid

Hop stunt viroid

Mexican papita viroid

Peach latent mosaic viroid
Potato spindle tuber viroid
Tomato apical stunt viroid
Tomato chlorotic dwarf viroid

Tomato planta macho viroid

7. lulawanaun

Spiroplasma citri

Spiroplasma kunkelii 3

8. lwlawanaun

NUT8LYR

Banana marbling disease

Cassava frog skin phytoplasma

Cassava Witches’Broom

Coconut lethal yellows phytoplasma
Grapevine flavescence doree phytoplasma
Lime Witches’Broom

Sugarcane Ramu stunt disease phytoplasma

' '
a g a v 4 v o wva v A

Angividudadesiuniunse sy dygadniy Mudndanludssna

o
= a ' o o = [

IYATLDYAANABETUNAIUANNTUALIAANITLNYAT NSUIBINITLNYAT

q
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Angivdudefoaiununsesnydaedannig w.a. 2507 (aUuil 7) W.A.2550

1. wuaiiise

Burkholderia caryophylli

Curtobacterium flaccumfaciens pv. flaccumfaciens
Curtobacterium flaccumfaciens pv. oortii
Pseudomonas marginalis pv. marginalis
Pseudomonas putida

Pseudomonas syringae pv. atrofaciens
Pseudomonas syringae pv. coronafaciens
Rhizobium vitis

Xanthomonas axonopodis pv. vitians
Xanthomonas campestris pv. zantedeschiae
Xanthomonas hortorum pv. carotae

Xylophilus ampelinus

Ceratobasidium cereale
Fusarium culmorum

Fusarium oxysporum f.sp. melonis
Fusarium oxysporum f.sp. lilii
Fusarium oxysporum f.sp. narcissi
Kabatiella zeae

Monographella nivalis
Peronospora dianthicola

Phoma andigena

Puccinia asparagi

Septoria cucurbitacearum
Septoria helianthi

Tilletia controversa

Urocystis gladiolicola

Uromyces ¢gladioli

3. lWlawanaun

Grapevine yellows phytoplasmas
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4. a%a
- Arabis mosaic nepovirus
- Asparagus virus-1
- Asparagus virus-2
- Celery mosaic virus
- Grapevine virus A
- Grapevine virus B
- Hibiscus chlorotic ring spot virus
- Impatiens necrotic spot virus
- Impatiens necrotic virus
- Maize chlorotic mottle virus
- Pelargonium chlorotic ring pattern virus
- Pelargonium line pattern carmovirus
- Pelargonium ring spot virus
- Pelargonium vein clearing virus
- Pelargonium zonate spot virus
- Pepino mosaic virus
- Potato virus S
- Tulip breaking virus
- Zantedeschia mosaic virus

- Zucchini yellow mosaic virus

va

wurewe Angiviidudsdosiumunsysiedydfdniiy dudndiuludszine

[/}

TeazidgaiasedinmIuANNYLAaY TARNITINYAT NTUIVINTINYAT
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ANANUIN 4.
n15UszEiuAMNUaRANENISTIN NN SAIRAUNTIAALUAIWUGN Y

NM15UsZIIUAUUARANENITINTNATUBINNS

msUsziluemasadonsdanmuemsildangduridiaulasniugnseu
sgAfunsUszfiumuia joRdmiunsussidunudaendsvesemsiinaniag
s[,%'ﬁgauw%éﬁmaalﬁum (guidelines for the conduct of food safety assessment of
foods produced using recombinant-DNA microorganism) Favilnennznssungs
N15UIMIFIWIMTIENTNUTEIMA N18lAlATINITUINTEIWRIMS FAO/WHO  (codex
alimentarius commission, joint FAO/WHO foods standard programme) m‘%ammgm
AUANBATLAZEINNT 1UNBY. 9013-2549 YBIALNUIATTINAUANYATHALDINITUUIYIA
Tnsuuamensuseifiunanudaendie (safety assessment) avUseifiunuudunsd 9 1U
ﬁuagjﬁ’uaasmwaLLazszm”‘usuaqmat.ﬂ?i&lul,maaﬁuaammﬁﬁLﬁmﬁﬁu Faaziinisuszifiuly
Usziusing q il

1. ssfiudaasean: msusziiuanuidululdvasnisielvifafivuasdnuuduiiadas
Aunnsnaliialsa (expressed substances: assessment of potential toxicity
and other traits related to pathogenicity)

nsdifiauniddaulantugnssuiinisndnansuanseeniiluvielnl fowinis
afpanssialmituiofnwanumduiiv viooraldnmsdnanegiaslmiiuanundsdu

Faansdanzsidesilaseadne wind wasauautAvnsdauaiifiouwiiuarsiidunasn

1NFUNIIARLUARUENTTY uananil miﬁsﬁ'agaLﬁ&nﬁ'UIamamﬂﬁ%’Ué’uﬁﬁmsﬁ?u

oaffuilna saurs Usinamsuslaauasransevufulngunisdae
nsUsziiiuaaasndoveansyialun msddefiand i Uina wazaany

dudurosaseiinduluems sauks msmdwiugdunisidifinuazaunieagly

oIty Wisuisuiuluemsduisuiifeglusssund lasnsinidauiuadios

AnreAlasiinsnsainfiinzan Snv Siasinnsandaiinunsldsudutauay

nansEnuiioaintudeUssrnangueosde

1) Tunsaliasudalmidulusiu nmsussifiuanudululdvesnsnefiv as
Ailafdlassaiauazaihiiveslsiuiy  uasmsdatiufienumiiounes
dunsmesfiluvedlusiulel  AudrdunsnoziluvedlusAuduiiniuingl
Auautiduasiy vielumsiularunts sk finsananuados
vadlshuludseanuiou  vivensruiumsuUsguemns  uasnisgnees
aanelussuunsznizemsuazanldsiass el minlusAulvafiegly
onslififoyanisuslnrediaasnds  warlifimnulndifsaiulusiuid
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UsgTansuslnaegnsvasnds  e1adesnitnisnageuauluivlnenis
U3lna (oral toxicity test) uagRorsmmihiivesiusiulmiiulugdurie
AnLUaiugNIsUAY
2) lunsdlitgrsedalahiudlelusiy  warlifiuseTansuslnnogradaeniie
nmsuszifiuaudululavesnisnediv desiarsandunsd q U Gﬁuasiﬁu
lnanwal (idently) USHIANULTNTY KAZUNUIMNITIAN (biological
function) warUsunadildsuainnisuslan deUsunnuesnsanuntiuea
suds  mMsUssiwAertuuunluddu (metabolisms)  nalnnisiinfiy
(toxicokinetics) mulufivuuuiiedymsiounds  wansznusesEUL
duiiug (reproductive function) waznisnabiinAMURAUNFluRgaUY
(teratogenicity) Wil Qmamﬂ’ammmiﬁLﬁm%uiwaiﬁat.ﬂﬁaul,l,ﬂaﬂﬂ ol
frnuduiusiudnuarle 4 Tudd@ieglimsiugnssuiiotadusunse
AogunNAYYd LLasﬁaqﬁ%yjaﬁLLamﬂﬁLﬁudﬂ ﬁuﬁﬂw@umia%'waﬁﬁw
visoansularunns fusngegludaiiingliasiugnssu fldgndreven
UdaqauvddaauUaniugnssy Jeundliiinsuanseendednuaziineitos
AUATAS AN TNENTRATAULATUINTT
uenanil oaliinsdnwiudidludd®n (n vivo) wdelussuumeuen
4ld3m (n vitro) Tuunensdldmdumsdszdunnulufivuesansyialml el dos
midsdsrnundululdvesnisavavansle q vieasuunluladfiiuiv vieasuiiue
sudurannisanudasiiugnssy
2. msaeseesAlsznavanAgylueuis  (compositional analyses of key
components)
Anspinnuduturesesduseneuddnluomsiinanlagldqaunidiaula
NugnNITY Imm‘disumaunwamLﬂsa‘uwLﬂummiwwamimmaumsmaﬁuﬁ:ﬁﬁmm
TndiAssfuduridinulasiugnssuiiviinisussifiunniian (near isogenic paremntal
strain) findnneldannzuuuieatu Immﬁmimnaamwmwau Wil Fosiansanis
F2amuduLl s sTuvIAvesiadesiing q MAeades ilossyfeanuddgluda
F7Inen (biological significance) Y0IAUUANAIT

3. msuszdivasuunlulad (evaluation of metabolites)
nsdfduvIdfaLasiugnITILd neinnsusuasuuunluladlnl  vde
Wasuseduvesanswunlulading 4 luewnsiindn  windnisnsianuaisandng wie
wuisziureasunluladfivaundesglusmsidsuly msiinisfiarsandannanduly
vadlonafienafinaideroquninvesuyud Tnstumeuiléfumutnd (conventional

procedure)
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4. waveInIzuIUNITwUIgUMT (effects of food processing)
asiifeyafiesuisianevietunourosmaudsgy fdlunmsudnnszuaums
wama s ieldifudeyatszneunisinnsannmiaudsunlasiioaintudea s
anmeine q serhenszuiunsianemneii i lunsdveslenisn msiinisuansdeya
Aeafunsaiguesniuiuasanisildlunsmzides

5. MyUssillunansEnuaseuuniAuiY (assessment of immunological effects)
nsdluemsiAalusiulmiildanduiidisidlulugduniddauuasiugnssy
ﬂﬁiﬂi&ﬁwﬂﬁmLﬂuiﬂlmuﬂﬁﬁaqﬁLLW‘UENIU'}T@UIWJ'SH vatl Aswan@sensiEuean
uwasiineliiAngiuiunlflunsdaudasiugnssy  uusezanunsouansmdngiumis
IemanIu019dIUaensY LLasmwﬁﬂL?ﬂlmmid’]smaﬂﬁmméﬂﬁ%mﬁi’h 919
dalﬁlﬁfﬂmwimmdLaummﬂuﬁﬁumﬂsauﬂqLmu uam’mﬁﬂé’ﬂgmﬁuﬁuiﬁuﬁ
mﬁmamﬁ?ﬂﬂé’mmum'ia"ﬁwmidaqﬁLLﬁ wiolusAufiiieadestiunnzlsamafivenms
duLinaInMsulUsAunguu (gluten-sensitive enteropathy)

lunsdiadunidanuwdasiugnssuidsnadidinegluems  feelin1siansan

v
=% a

UfisedeszuugliAuiulumaiuvemnsindanuuanaeiuljiseniintuaingaunse

RV q
' a

AiSsuiieuiiflegausssumdvield
6. nsuszdiuAaNansalun1sidin uasnisanseegvasgaunsdluniaiuains
quﬁi (assessment of viability and residence of microorganisms in the
human gastrointestinal tract)
Tunsaliqduvdddnudasiugnssudlflumsndnemns  SensdiFinoglueims
AevaINsuEn Wy aunsSlundndunainuy dedinsfinwinisidin vieszuziiainis
fssouesAuisfauUasiugnasy Tussuumaduomsuyed ileglasdiiuazey
lufewns (food matrix) auvis HansznuseAUNIEUsEAUlussULMAAUE NS
s neiSeuidisuiunanisinmanqdunidaiieudiouiiiegmusssumna
Tunsalfindnfusiomsindnlnegdunidfnulaniugnssusinisidngdunisns
FAmaunuadu wu dmsldarudeulunssuaumandsuunils vienaannszuIunawan
Tneqduvidinisavanansidufivrioduvddios (9u ueanesed 3onsn) o19kifany
Fududesfiarsanlulsziiudngn
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7. msiumuasu)ioug  wazn1sdsudy (antibiotic resistance and gene
transfer)

LiimsihqdunidmoiugifidusnunuasuiTug vielBuilausonieudie
auLedldl (transmissible genetic elements) 1nldlunsanuwdasiugnssy Tnglamzee
84 lunsdifigduniduieasiusnssutuorssingegluomandoutilan  windudl
Rerfunsdumuasu§Fueiiusngeguunaraiin - (plasmid) nualnaau
(transposon)  wawBuiinseu (integrons) ABeiN15IEULY WazdoIdNISHNTANAIIY
DululfuesnisiadoudneBuaingduniddaudasiugnssy WUdeaundsussdidulu
MBAUDINNT VIBLTATUYYE

8. MawasuulasnmuAm1slaguinis (nutritional modification)

nsdlemsiildangaundiautasiugnssuianuiliiAnnsusuiasugae
nalawuing wienihiinialavuinig aasldsunsmeaeuifiuiiu iouszifiuiinis
uslnrensdsnandsnasienislauasomsievielsl Tneussifiunaniaglnsuinisd
o1fintuannailasuidasesansemns SaufunisUssanaiinanisuilaaemsly
seiunsuilnaunfuasnsuilangean el msliauddadenanssnumslauinis
LAZAINABINITOIMITVBIUTZTYININGUEDE LU N30 Lhn ansiiassiwazliuuyns
Haeony wazdthelsniFess vidediiiinnzsruuniduiufiaund

winewnsiildaingdunidfnulaiugnisuiiosddsznauunnsrsluainems
fUssuedaiidedrfy e1adndudeniomnsunivinduiideiulndides nied
duusznevlndidssiuemsindnlagldqaunisdautasiugnssy uldlunisuseiiu
Wisuileufmwanszvumadiulasuinisie widhlssavsravesasenmsluemisi
Ianqaunidfnudasiugnssuiinsidsundadly viessdusznoulusmslianunse
Wisuieuladuemisglieu e1vdelinisnaasuludninnae (animal-feeding
studies) IngmnomsiildanqaunEddnulasiugnssudunantudiossleginisguam
nsUszdiuenafesiiansaniiuinnaudulaguins fvine uasduiu 9 Y Wil
wndeyaannsiinnzinuauiivesermsfildaingduniddaudasiugnssulaiiio
weoftazthinldUszifiuaudasads enadndudiosinsinuludainaasdlagldoins
JaEeH
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N15U52UAMUUaBANENISTINTNATURILING DN

a

nsUssdiuanuUanndenadinmueinsuanUdesqaunsd

o

AwlasiugnIINg

a o [

Aundeu %UimﬁumuLmeﬂUﬁﬁﬁmsUmﬁummL?ﬂ'wuaaa‘ 1indauUasiugnssy
(guidance on risk assessment of living modified organisms) 489 Ad Hoc Technical
Expert Group (AHTEG) Beanisuszifiuaruidsuaznisdnnisanuides meldfsans
ASALEUNIIRRANYaDA N BN19T10 N Tagni1sUseiiunlnudasnniie (safety
assessment) msUssdiuwuudunsd 9 1 Tutseidiusing o il
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